Supplemental
. The distributions of protein log 2 ratios derived from the dimethylated antibody immunoprecipitation, enzymatic digestion and quantitative analyses of 14 N/ 15 N-metabolic labeling Arabidopisis between wild-type and NRPE1-FLAG transgenic plants. The log 2 -fold change in each experiment obtained from to total number of quantified proteins follows a Gaussian distribution with the coefficient of determination (R 2 ) to be greater than 0.98 in both "Forward" and "Reciprocal" replicates. Mascot Distiller with the aid of data manual inspection provided the accurate quantitative protein ratios of 14 N to 15 N labeling peaks. Supplemental Table S1 . The data were collected from three sets of biologically repeated experiments at Mean ± SD (standard deviation). "Control 1": the proteins were immunoprecipitated by non-methylated anti-FLAG antibodies and digested on-beads by trypsin; "Control 2": the proteins were immunoprecipitated by non-methylated anti-FLAG antibodies and digested on-beads by endoproteinase Lys-C, and the eluted peptides were further cleaved by trypsin; "Dimethylated antibody": the proteins were immunoprecipitated by dimethylated antibodies and digested on-beads with endoproteinase Lys-C, and then the peptides were eluted and subjected to additional digestion by trypsin.
